
80021-336_seq_28_dec_2005__v3 
B ^ SEQUENCE LISTING 

<110> Amsterdam Molecular Therapeutics B.v. (amt) 
The University of British Columbia 
Academic Hospital at the University of Amsterdam 

<120> lpl variant Therapeutics 

<130> 80021-185 

<140> 
<141> 

<150> EP99202048.7 
<151> 1999-06-24 

<160> 6 

<170> Patentin ver. 2.0 

<210> 1 
<211> 446 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Ala Asp Gin Arg Arg Asp Phe lie Asp lie Glu Ser Lys Phe Ala Leu 
1 5 lQ 15 

Arg Thr Pro Glu Asp Thr Ala Glu Asp Thr Cys His Leu lie Pro Gly 
20 25 30 

val Ala Glu Ser val Ala Thr cys His Phe Asn His Ser Ser Lys Thr 
35 40 45 

Phe Met val lie His Gly Trp Thr Val Thr Gly Met Tyr Glu Ser Trp 
50 55 60 

val Pro Lys Leu val Ala Ala Leu Tyr Lys Arg Glu Pro Asp Ser Asn 
65 70 75 80 

val lie val val Asp Trp Leu Ser Arg Ala Gin Glu His Tyr Pro Val 
85 90 95 

Ser Ala Gly Tyr Thr Lys Leu val Gly Gin Asp val Ala Arg Phe lie 
100 105 110 

Asn Trp Met Glu Glu Glu Phe Asn Tyr Pro Leu Asp Asn val His Leu 
115 120 125 

Leu Gly Tyr Ser Leu Gly Ala His Ala Ala Gly lie Ala Gly Ser Leu 
130 135 140 

Thr Asn Lys Lys val Asn Arg lie Thr Gly Leu Asp Pro Ala Gly Pro 
145 150 155 160 

Asn Phe Glu Tyr Ala Glu Ala Pro Ser Arg Leu Ser Pro Asp Asp Ala 
165 170 175 

Asp Phe val Asp Val Leu His Thr Phe Thr Arg Gly Ser Pro Gly Arg 
180 185 190 

Ser lie Gly lie Gin Lys Pro val Gly His Val Asp lie Tyr Pro Asn 
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200 205 



Gly Gly Thr Phe Gin Pro Gly Cys Asn lie Gly Glu Ala lie Arg val 
210 215 220 

lie Ala Glu Arg Gly Leu Gly Asp val Asp Gin Leu val Lys Cys Ser 
225 230 235 240 

His Glu Arg Ser lie His Leu Phe lie Asp Ser Leu Leu Asn Glu Glu 
245 250 255 

Asn Pro Ser Lys Ala Tyr Arg Cys Ser Ser Lys Glu Ala Phe Glu Lys 
260 265 270 

Gly Leu Cys Leu Ser Cys Arg Lys Asn Arg Cys Asn Asn Leu Gly Tyr 
275 280 285 

Glu lie Asn Lys val Arg Ala Lys Arg Ser Ser Lys Met Tyr Leu Lys 
290 295 " 300 

Thr Arg ser Gin Met Pro Tyr Lys Val Phe His Tyr Gin val Lys lie 
305 ' 310 ' 315 320 

His Phe Ser Gly Thr Glu Ser Glu Thr His Thr Asn Gin Ala Phe Glu 
325 330 335 

lie Ser Leu Tyr Gly Thr val Ala Glu Ser Glu Asn lie Pro Phe Thr 
340 345 350 

Leu Pro Glu Val Ser Thr Asn Lys Thr Tyr Ser Phe Leu lie Tyr Thr 
355 : 360 365 

Glu Val Asp lie Gly Glu Leu Leu Met Leu Lys Leu Lys Trp Lys Ser 
370 375 380 

Asp Ser Tyr Phe Ser Trp Ser Asp Trp Trp Ser Ser Pro Gly Phe Ala 
385 390 395 400 

lie Gin Lys lie Arg Val Lys Ala Gly Glu Thr Gin Lys Lys val lie 
405 410 415 

Phe Cys Ser Arg Glu Lys val Ser His Leu Gin Lys Gly Lys Ala Pro 
420 425 430 

Ala Val Phe val Lys Cys His Asp Lys Ser Leu Asn Lys Lys 



<210> 2 
<211> 475 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Glu Ser Lys Ala Leu Leu Val Leu Thr Leu Ala val Trp Leu Gin 
15 10 15 

Ser Leu Thr Ala Ser Arg Gly Gly val Ala Ala Ala Asp Gin Arg Arg 
20 25 30 

Asp Phe lie Asp lie Glu Ser Lys Phe Ala Leu Arg Thr Pro Glu Asp 



435 



440 



445 



35 



40 



45 
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Thr Ala Glu Asp Thr Cys His Leu lie Pro Gly Val Ala Glu Ser val 
50 55 60 

Ala Thr Cys His Phe Asn His Ser Ser Lys Thr Phe Met val lie His 
65 70 ' 75 80 

Gly Trp Thr val Thr Gly Met Tyr Glu Ser Trp val Pro Lys Leu val 
85 90 95 

Ala Ala Leu Tyr Lys Arg Glu Pro Asp ser Asn Val lie Val Val Asp 
100 105 110 

Trp Leu Ser Arg Ala Gin Glu His Tyr Pro Val Ser Ala Gly Tyr Thr 
115 ' 120 125 

Lys Leu val Gly Gin Asp val Ala Arg Phe lie Asn Trp Met Glu Glu 
130 135 140 

Glu Phe Asn Tyr Pro Leu Asp Asn val His Leu Leu Gly Tyr Ser Leu 
145 150 155 160 

Gly Ala His Ala Ala Gly lie Ala Gly Ser Leu Thr Asn Lys Lys Val 
165 170 175 

Asn Arg lie Thr Gly Leu Asp Pro Ala Gly Pro Asn Phe Glu Tyr Ala 
180 185 190 

Glu Ala Pro Ser Arg Leu Ser Pro Asp Asp Ala Asp Phe Val Asp val 
195 ~ 200 205 

Leu His Thr Phe Thr Arg Gly Ser Pro Gly Arg Ser lie Gly lie Gin 
210 215 220 

Lys Pro val Gly His val Asp lie Tyr Pro Asn Gly Gly Thr Phe Gin 
' 225 230 235 ' 240 

Pro Gly Cys Asn lie Gly Glu Ala lie Arg val lie Ala Glu Arg Gly 
245 250 255 

Leu Gly Asp Val Asp Gin Leu val Lys Cys Ser His Glu Arg Ser lie 
260 265 270 

His Leu Phe lie Asp Ser Leu Leu Asn Glu Glu Asn Pro Ser Lys Ala 
275 280 285 

Tyr Arg Cys Ser Ser Lys Glu Ala Phe Glu Lys Gly Leu Cys Leu Ser 
290 295 300 

Cys Arg Lys Asn Arg Cys Asn Asn Leu Gly Tyr Glu lie Asn Lys val 
305 310 315 320 

Arg Ala Lys Arg Ser Ser Lys Met Tyr Leu Lys Thr Arg Ser Gin Met 
325 330 " 335 

Pro Tyr Lys val Phe His Tyr Gin val Lys lie His Phe Ser Gly Thr 
340 345 350 

Glu Ser Glu Thr His Thr Asn Gin Ala Phe Glu lie Ser Leu Tyr Gly 
355 360 365 

Thr val Ala Glu Ser Glu Asn lie Pro Phe Thr Leu Pro Glu val Ser 
370 375 380 
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Thr Asn Lys Thr Tyr Ser Phe Leu lie Tyr Thr Glu Val Asp lie Gly 
385 ' 390 395 400 

Glu Leu Leu Met Leu Lys Leu Lys Trp Lys Ser Asp Ser Tyr Phe Ser 
405 410 415 

Trp Ser Asp Trp Trp Ser ser Pro Gly Phe Ala lie Gin Lys He Arg 
420 425 430 

Val Lys Ala Gly Glu Thr Gin Lys Lys val lie Phe Cys Ser Arg Glu 
435 440 445 

Lys val Ser His Leu Gin Lys Gly Lys Ala Pro Ala val Phe Val Lys 
450 455 460 

Cys His Asp Lys Ser Leu Asn Lys Lys ser Gly 
465 470 475 

<210> 3 
<211> 448 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Ala Asp Gin Arg Arg Asp Phe lie Asp lie Glu Ser Lys Phe Ala Leu 
15 10 15 

Arg Thr Pro Glu Asp Thr Ala Glu Asp Thr Cys His Leu lie Pro Gly 
20 25 30 

val Ala Glu Ser val Ala Thr Cys His Phe Asn His Ser Ser Lys Thr 
35 40 45 

' Phe Met Val lie His Gly Trp Thr Val Thr Gly Met Tyr Glu Ser Trp 
50 55 60 

Val Pro Lys Leu val Ala Ala Leu Tyr Lys Arg Glu Pro Asp Ser Asn 
65 70 75 80 

val lie val val Asp Trp Leu Ser Arg Ala Gin Glu His Tyr Pro val 
85 90 95 

Ser Ala Gly Tyr Thr Lys Leu val Gly Gin Asp Val Ala Arg Phe lie 
100 105 110 

Asn Trp Met Glu Glu Glu Phe Asn Tyr Pro Leu Asp Asn val His Leu 
115 120 125 

Leu Gly Tyr Ser Leu Gly Ala His Ala Ala Gly lie Ala Gly Ser Leu 
130 135 140 

Thr Asn Lys Lys val Asn Arg lie Thr Gly Leu Asp Pro Ala Gly Pro 
145 150 " 155 160 

Asn Phe Glu Tyr Ala Glu Ala Pro Ser Arg Leu Ser Pro Asp Asp Ala 
165 170 175 

Asp Phe val Asp val Leu His Thr Phe Thr Arg Gly Ser Pro Gly Arg 
180 185 190 

Ser lie Gly lie Gin Lys Pro val Gly His Val Asp lie Tyr Pro Asn 
195 200 205 
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Gly Gly Thr Phe Gin Pro Gly Cys Asn lie Gly Glu Ala lie Arg Val 
210 215 220 

lie Ala Glu Arg Gly Leu Gly Asp val Asp Gin Leu Val Lys Cys Ser 
225 230 235 240 

His Glu Arg Ser lie His Leu Phe lie Asp Ser Leu Leu Asn Glu Glu 
245 250 255 

Asn pro Ser Lys Ala Tyr Arg Cys Ser Ser Lys Glu Ala Phe Glu Lys 
260 265 270 

Gly Leu Cys Leu Ser Cys Arg Lys Asn Arg Cys Asn Asn Leu Gly Tyr 
275 280 285 

Glu lie Asn Lys val Arg Ala Lys Arg Ser Ser Lys Met Tyr Leu Lys 
290 295 300 

Thr Arg Ser Gin Met Pro Tyr Lys Val Phe His Tyr Gin val Lys He 
305 310 315 320 

His Phe Ser Gly Thr Glu Ser Glu Thr His Thr Asn Gin Ala Phe Glu 
325 330 335 

lie Ser Leu Tyr Gly Thr Val Ala Glu Ser Glu Asn lie Pro Phe Thr 
340 345 350 

Leu Pro Glu val Ser Thr Asn Lys Thr Tyr Ser Phe Leu lie Tyr Thr 
355 360 365 

Glu Val Asp lie Gly Glu Leu Leu Met Leu Lys Leu Lys Trp Lys Ser 
370 375 380 

Asp Ser Tyr Phe Ser Trp Ser Asp Trp Trp Ser Ser Pro Gly Phe Ala 
385 390 395 400 

lie Gin Lys lie Arg val Lys Ala Gly Glu Thr Gin Lys Lys Val lie 
405 J 410 415 

Phe Cys Ser Arg Glu Lys val Ser His Leu Gin Lys Gly Lys Ala Pro 
420 425 430 

Ala val Phe val Lys Cys His Asp Lys Ser Leu Asn Lys Lys Ser Gly 
435 440 445 

<210> 4 

<211> 3549 

<212> DNA 

<213> Homo sapiens 

<400> 4 

cccctcttcc tcctcctcaa gggaaagctg cccacttcta gctgccctgc catccccttt 60 

aaagggcgac ttgctcagcg ccaaaccgcg gctccagccc tctccagcct ccggctcagc 120 

cggctcatca gtcggtccgc gccttgcagc tcctccagag ggacgcgccc cgagatggag 180 

agcaaagccc tgctcgtgct gactctggcc gtgtggctcc agagtctgac cgcctcccgc 240 

ggaggggtgg ccgccgccga ccaaagaaga gattttatcg acatcgaaag taaatttgcc 300 

ctaaggaccc ctgaagacac agctgaggac acttgccacc tcattcccgg agtagcagag 360 

tccgtggcta cctgtcattt caatcacagc agcaaaacct tcatggtgat ccatggctgg 420 

acggtaacag gaatgtatga gagttgggtg ccaaaacttg tggccgccct gtacaagaga 480 

gaaccagact ccaatgtcat tgtggtggac tggctgtcac gggctcagga gcattaccca 540 

gtgtccgcgg gctacaccaa actggtggga caggatgtgg cccggtttat caactggatg 600 

gaggaggagt ttaactaccc tctggacaat gtccatctct tgggatacag ccttggagcc 660 
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catgctgctg 
gatccagctg 
gcagattttg 
atccagaaac 
tgtaacattg 
ctagtgaagt 
gaaaatccaa 
ttgagttgta 
aaaagaagca 
taccaagtaa 
gagatttctc 
gtttccacaa 
ctcatgttga 
agtcccggct 
atcttctgtt 
gtgaaatgcc 
aacaaagaac 
catacccagt 
cccttgttag 
ggggtatagt 
gctgttttgt 
catgtggcgt 
ctggatcttt 
atgcttttcc 
tgattccctc 
agggacgaag 
catcatgaca 
ggctttatcg 
tataataatg 
atttgaatgg 
ttttcatcaa 
tggtcatgct 
gataggtttg 
tttttactaa 
accatcgcgt 
aactaatcaa 
tcttctacgt 
aacccgactg 
gtccttcagc 
gagtagaaat 
gcctataaat 
ctaaaaataa 
ctggatttgg 
gcactgggaa 
cattttattt 
gaaaggtcat 
tcagtgatgg 
agaaacgtac 
tattaccac 



gcattgcagg 
gacctaactt 
tagacgtctt 
cagttgggca 
gagaagctat 
gctcccacga 
gtaaggccta 
gaaagaaccg 
gcaaaatgta 
agattcattt 
tgtatggcac 
ataagaccta 
agctcaaatg 
tcgccattca 
ctagggagaa 
atgacaagtc 
ggcatgtgaa 
gtttggggtg 
ttattttagg 
ggccaaatag 
cctttgagaa 
attgggccat 
cggactgagg 
gcggcacgaa 
ttgctattgg 
aaagggtctg 
aagttacaaa 
tttattgctt 
ttctctgggt 
tgcagaaaaa 
tttaaaatca 
tcagttgtac 
agttcaaatt 
gtaaaagggt 
gcaatgagcc 
gagtgagtga 
ataaatatga 
tgaaagtatg 
ataattcgga 
tgttcctgat 
agtaggacca 
aatgatgtat 
gttgtgaccc 
ctctggctcc 
attagctgta 
tgtggctatc 
tctcacagag 
ttaactgtgt 
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aagtctgacc aataagaaag 
tgagtatgca gaagccccga 
acacacattc accagagggt 
tgttgacatt tacccgaatg 
ccgcgtgatt gcagagagag 
gcgctccatt catctcttca 
caggtgcagt tccaaggaag 
ctgcaacaat ctgggctatg 
cctgaagact cgttctcaga 
ttctgggact gagagtgaaa 
cgtggccgag agtgagaaca 
ctccttccta atttacacag 
gaagagtgat tcatacttta 
gaagatcaga gtaaaagcag 
agtgtctcat ttgcagaaag 
tctgaataag aagtcaggct 
ttctgtgaag aatgaagtgg 
tttcaaaagt ggattttcct 
agacagtctc aagcactaaa 
cacatcctcc aacgttaaaa 
agaaataatt gtttgagcgc 
agcctataat tggttagaac 
ccttctcaaa ctttactcta 
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tcagactcat 
aatgtggtcc 
ataaacacag 
ttcaaggaga 
aatccctctc 
aggtgttgaa 
aaaaagatac 
ttcaatatct 
ttccagtgcg 
ttgcattgtg 
ggagaggttc 
agatggagta 
acaactattt 
aatgataaag 
tgatatctga 
agggaaaaca 
gtgccagaac 
atgttgtgat 
gatttgttgt 
agggtgcatt 
gaaaaacttt 
aatacatgtg 
tgcatttata 
ccaactcact 
gaagaaatgg 



ctacacagca 
agacgtcaac 
aggttttaaa 
tataaaatct 
tcccccttct 
aatgagcctg 
cgtaatttta 
gacagttact 
tctcttttgt 
tgagcttcta 
ctggggtgga 
ccatgagggt 
ataaactaga 
atgtcaaata 
acacatacta 
gtcgatcaag 
ttcgaccctt 
taacatcatc 
tggcatcccc 
aacttaaaag 
gttatatata 
tggatgtgta 
aatgtgtggt 
cttatgaaat 
aatcagcttt 



tcaacagaat 
gtcgtctttc 
cccctggtcg 
gaggtacttt 
gacttggaga 
tcgactctct 
cctttgagaa 
agatcaataa 
tgccctacaa 
cccataccaa 
tcccattcac 
aggtagatat 
gctggtcaga 
gagagactca 
gaaaggcacc 
gaaactgggc 
aggaagtaac 
gaatattaat 
aagtggctaa 
gacagtggat 
agagtaaaat 
ctcctatttt 
agtctccaag 
gtatgaatga 
caggaacatg 
cagtccctac 
agatcaatta 
tttttgtctc 
taatcctcag 
ttattagatt 
cttcagtttt 
tcctggcttt 
cagattttag 
ttcctaagca 
tgttatttgt 
tctcctattt 
tctcagaggc 
gaaagctctg 
ggatgtattg 
tctctgagag 
aggcttggaa 
tttattaatt 
attcactaaa 
tcaaggatgt 
aatggagctt 
gctaactgta 
gggctttaac 
taataaaatt 



tactggcctc 
tcctgatgat 
aagcattgga 
tcagccagga 
tgtggaccag 
gttgaatgaa 
agggctctgc 
agtcagagcc 
agtcttccat 
tcaggccttt 
tctgcctgaa 
tggagaacta 
ctggtggagc 
gaaaaaggtg 
tgcggtattt 
gaatctacag 
ttttacaaaa 
cccagcccta 
ttcaatttat 
catgaaaagt 
aaggctcctt 
aattggaatt 
aatacagaaa 
tgttttagaa 
taacttggag 
cattggcctg 
attcttaata 
aagattatat 
ctgacacata 
ctccaaatga 
aggcttacct 
gacatgaaaa 
acaaggaccg 
gtgcttgtaa 
tgtttttaac 
ttcagaatgc 
tatagctggg 
catgtgtgtt 
gaacatgtcg 
agatgatcgt 
tgaattctct 
cattaaattt 
gcagcacata 
tctggcttta 
gtacatattg 
tgtgtcttta 
aaaacaagaa 
gacaacattt 



<210> 5 

<211> 45 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic Primer 

<400> 5 

atagaattcg gatccatcga kctcctccag agggacggcg ccccg 



720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3549 
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<210> 6 
<211> 43 
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<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic Primer 
<400> 6 

tatgtcgact agatatsccg ttctttgttc tgtagattcg ccc 43 
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